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Molecular characterization of M. grisea isolates by RAPD markers

Out of forty four, Sixteen RAPD markers showed clearly scorable and reproducible
polymorphism among M. grisea isolates and were selected for analysis. The data was
generated using NTSYS (Numerical Taxonomy System, Applied
Biostatistics) computer program. Number of amplified band per primer varied from 5
to 14 with an average 8.19 was observed. M. grisea isolates from non-rice and rice
hosts showed highly contrasting fingerprint patterns that consisted of intense and
faint bands (Fig. 3). Cluster analysis of M. grisea isolates from four different locations
differentiated the rice infecting isolates and non-rice isolates. RAPD analysis of 30 isolates of
M. grisea using 16 RAPD primers generated a total of 131 bands. Similarity matrices
were calculated using NTSYS (Numerical Taxonomy System Biostatistics) computer
program. Cluster analysis was done within the SAHN program by using UPGMA (unweighted
pair-group method with arithmetic averages) method. Similarity coefficient ranged from 0.51 to
0.89.
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