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Re-classification of Clavibacter michiganensis subspecies on the

basis of whole-genome and multi-locus sequence analyses
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This new taxonomy not only resolves the long-standing
problem of having only a single species within the well-
established genus, Clavibacter, but it also provides a practi-
cal solution for plant pathologists and policy makers dealing
with quarantine and regulated plant pathogens. C. michiga-
nensis, C. sepedonicus and C. insidiosus are quarantine or
regulated pathogens of important agricultural crops in
many countries, while C. capsici is a newly described plant
pathogen for which the range of distribution and risk to
agriculture need to be assessed. The revised classification,
and accordingly a simpler nomenclature, uncomplicates
regulatory documents and more accurately reflects biologi-
cal reality.

While this manuscript was under review, one of the co-
authors [21] of this manuscript carried out an independent
investigation titled ‘Comparative genomics of Clavibacter
michiganensis subspecies, pathogens of important agricul-
tural crops’. It is quoted here ‘the study also assessed the
taxonomic position of the subspecies based on 16S rRNA
and genome-based DNA homology and concludes that
there is ample evidence to elevate some of the subspecies to
species-level’.
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