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Electron crystallography for structural and functional

studies of membrane proteins
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Conclusions
The ability of electrons to form images, combined

with advances in cryo-technology, enables the
acquisition of detailed structural information about
membrane proteins in their physiological lipid and
ionic settings. This information complements that
obtained by X-ray diffraction of proteins in deter-
gent, in which the biological relevance of the

structure may be less certain. The development of
cryo-electron tomography and real-space averaging
methods together with instrument development,
such as the seventh-generation cryo-EM, will
extend the possibilities of obtaining high-resolution
information from increasingly complex protein—
lipid arrays and from living organisms.
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