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Data analysis

One method for comparison of feeding trial data, for each predator–prey and primer combination, is to 
calculate a median detection time or molecular half-life (Greenstone & Hunt 1993). This is defined as the time 
after feeding when 50% of the predators test positive for the target prey DNA. For this to be calculated, the 
feeding trial data need to be fitted with a regression model that describes the decline in positives over time. 
The most frequent method of analysis has been to fit a linear regression to the number of positives against time 
since feeding (Agustí et al. 2003a; Harper et al. 2005, 2006; Sheppard et al. 2005; Read et al. 2006), although 
Probit models (Chen et al. 2000; Ma et al. 2005; Greenstone et al. 2007) and logisitic regressions (Foltan et al. 
2005) have also been used. Additionally, 95% confidence limits can be calculated for the observed 
amplification success at specific time points after feeding (Juen & Traugott 2007) and differences in prey 
DNA detection compared by G-test (Dytham 2003). A comparative weighting can then be placed on prey 
positives obtained from field-collected predators, so that predation by predators with long detection times is 
not overestimated in comparison with predators with shorter detection times.
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