odje -l &

53515 sLaULS o8 g 9

DNAS;L Caliza glody )5 9 L. wosdle (wsS9,S suSungs)

i LSS Olgas
Crocus sativus L. genomics and different DNA

barcode applications
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Results and discussion

Crocus genus and, in particular, C. sativus species, whose dried stigmas are the source of saffron, have captured human attention
since the ancient past. This spice increased its economic value along the time and, nowa-days, it is produced worldwide with a million
dollar commercial cost (Negbi 1999). Crocus sativus triploidy and infertility motivated scientists to research its genetic origin. Many
morphological studies, but only a few molecular approaches (RAPD and AFLP), were conducted to clarify Crocus phylogeny: no
absolute and clear results were obtained (Grilli Caiola and Canini 2010), except for Petersen et al. (2008) that, for the first time,
performed the sequencing of five plastid genes on Crocus samples to

solve this question. To confirm and clarify further C. sativus putative ancestors, DNA barcode method was re-applied in the present
work, this time analyzing other plastidial (rbcL, matK and trnH-psbA) and also nuclear (ITS) barcode regions, and new information
were gained. Hispanic C. sativus (ES), C. carpetanus and C. serotinus plants and Italian C. cartwrightianus, C. hadriaticus, C.
thomasii and C. sativus (IT) species were subjected to genetic characterization. Total DNA was extracted from samples and used, as
template, for PCR amplifications. Barcode genes were analyzed in all samples.
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