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Arlequin (version 3.0): An integrated software package

for population genetics data analysis
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Estimation of the parameters of a spatial
expansion (age of the expansion and deme
size scaled by the mutation rate, as well as
the number of migrants exchanged between
neighbouring demes) from the patterns of
polymorphism in a sample of DNA sequences.
The estimation is based on a simple model
of instantaneous and inf nite range expansion,
where some time ago, a single deme
instantaneously colonized an inf nite number
of demes subsequently interconnected by
migration (as under an inf nite-island model)
(Excoffier 2004). The parameters are
obtained by a least-square approach
maximizing the 't between the observed and
expected distribution of pair-wise differences
(the mismatch distribution) computed on
DNA sequences. Conf dence intervals of the
estimates are obtained under a parametric
bootstrap approach involving the simulation
of an instantaneous expansion under a
coalescent framework.
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