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Single-Cell Genomics: A Stepping Stone for Future

Immunology Discoveries
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Translational Immunology

Notwithstanding the noteworthy present achievements of sin-gle-cell genomics, its full potential to
revolutionize immunology and immunotherapy has yet to be fully realized. Lowering costs and constant
improvements in single-cell genomic technolo-gies, combined with industrial and academic efforts to
make single-cell genomics tools standardized and accessible to academia, the biotech industry, and the
clinic, will soon turn sin-gle-cell genomics into a commonplace device for basic and applied immunology
research. New computational tools are being devised in parallel for the standardization, accumulation,
storage, and accessibility of single-cell data, the comparison of current and future datasets, and
controlling for the immense variation of the immune system between individuals (Brodin et al., 2015). We
envision that in the near future, large patient cohorts of various immune related pathologies (e.g., cancer,
leukemia, neurodegeneration, metabolic disease, and autoim-munity) will be profiled with this new
molecular microscope (Keren-Shaul et al.,, 2017; Tirosh et al., 2016), allowing for improved patient
stratifications, identification of novel bio-markers, more relevant animal models, prediction of drug re-
sponses, and identification of novel cell targets and pathways, leading to new and more precise
immunotherapy that is less harmful and more efficient.
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