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Genetic Analysis of Diversity within a Chinese Local Sugarcane

Germplasm Based on Start Codon Targeted Polymorphism
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4. Discussion and Conclusions

Improvement of sugarcane through genetic manipulation
based on sexual crossing has been a directed, ongoing process
since 1888 [5]. However, conventional breeding technology
generally takes 12 to 15 years to develop a sugarcane cultivar
with the first selection cycle on about 0.3 million seedlings.
Because sugarcane is a clonally propagated crop, creation of
new genotypes is only done through sexual crossing. The
seedling and ratoon crops of new genotypes are subjected
to several cycles of evaluation and selection under various

environments in comparison to concurrent elite cultivars as
checks [1]. Choosing parental accessions is the most crucial
step in any sugarcane improvement program. There has never
been single incidence of developing a sugarcane cultivar out
of a poor cross [1, 5-7]. Therefore, genetic diversity analysis
of sugarcane germplasm based on molecular evaluation
and characterization is the basis for effective germplasm
utilization. A high genetic diversity and complementarity
between two parental accessions are crucial for producing
high quality seedling populations of hybrid progeny [1, 4-7].
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